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Abstract

Background and Aims: Hepatitis C virus (HCV) can cause hepatocellular carcinoma (HCC)
in a significant proportion (= 20 %) of individuals with chronic HCV infection (CHC).
Currently, CHC is treated with peginterferon and ribavirin, which depending on genotype
approximately 50 to 70% of patients are cured. The so-called “extrahepatic HCV infection”
or viral replication in regions of the body other than liver, e.g. peripheral mononuclear cells
(PBMCs), is likely to contribute to the lack of response to treatment in non-responders. In
this study, HCV infection of PBMCs was compared between responders- and non-responders
HCV-infected patients.

Materials and Methods: RT-nested PCR was utilized to detect the plus- and minus- strands
of HCV RNA in PBMCs using type-specific primers specific for the HCV core region.
Results: Both the plus- and the minus strands of HCV genome were significantly lower in
PBMC:s of responder- than non-responder patients.

Conclusion: The presence of both plus and minus HCV strands in PBMCs was associated
with the treatment outcome, such that HCV infection of PBMCs was identified in higher
proportion of non-responders relative to responders.
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Virus
Introduction B hepatitis (1). HCV is considered as one of
the most common viral infectious agents in
CV is classified within  the humans and the second factor in human
H hepacivirusgenus in theFlaviviridae hepatitis (2-5). It possesses a positive-sense
family. It is responsible  for single-stranded RNA (+ssRNA) genome with
approximately 90% of bloodborne non-A, non- approximately 9.6 kb in length (2). The
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producing the structural and non-structural
viral proteins (1, 6, 7). The HCV genome was
initially isolated from the blood of HCV
infected patients and classified by Chooet al, in
1989 (8).

Hepatitis C vius infection is a major global
disease (9), with approximately 170 million
people are currently living with the HCV
infection worldwide, from which
approximately 70-80 % are suffering from the
chronic form of disease which may ultimately
lead to severe consequences such as cirrhosis
and HCC (10-12). HCV prevalence varies
considerably by country and region. For
instance, according to the estimates by WHO,
the rate of HCV infections in developed
countries such as the US, Australia, and most
countiers in Western Europe is <2%, as
compared to a frequency of >3% in many
countries in Eastern Europe, Latin America,
the Middle East, Africa and South Asia. Egypt
with >10% HCYV infections continues to be the
most heavily affected country in the world.
The use of shared needles during the treatment
of Schistosoma in this country is believed to be
the cause of such high prevalence (13).

HCV is divided into six distinct genotypes (1
to 6) and >52 subtypes, with genotype 1 being
the most difficult to treat. The overall
distribution of genotypes in the world is
different such that genotype 1 is the most
common HCV genotype in the US (75%) and
Europe, whereas genotype 3 is predominant in
Asia. Genotype 4 and 6 are the most prevalent
genotypes in the Middle East and Hong Kong,
respectively. According to the previous reports,
the rate of HCV infection in Iran has been
estimated about 1%, with genotype 1
dominating the infections (14, 15).

Acute HCV infection is often asymptomatic (2,
16). Studies have shown that approximately 55
to 85% of patients with acute infection will
develop CHC. Five to twenty percent of these
individuals will experience cirrhosis and HCC
after 20 to 25 years of infection (17). HCV is
cleared spontaneously from plasma in about15-
45% of patients during the first year of
infection (16, 18).

HCV infection has been recently associated
with  several extrahepatic  diseases  such
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as mixed Cryoglobulinamia Vasculitis (MC),
Membranous Glomerulonephritis, Porphyria
Cutaneatarda and non-Hodgkin’s Lymphoma
(19). These observations therefore reinforce
the hypothesis that virus infections occur in
places of body other than liver (20).
Extrahepatic HCV infections may lead to
failure of therapy. PBMCs are proposed as one
of the extrahepatic sites of HCV infection.
Therefore, in  this  study  the presence of
HCV RNA in PBMCs were compared in
responder- and non-responder patients to
determine the role of PBMCs infection in
therapy outcome.

Methods

The study population

The study subjects included 49 CHC patients
with genotypes 1la and 1b, who were admitted
to the Digestive Disease Research Center
(DDRC) at Shariati Hospital in Tehran, and
treated with PEG-INF and ribavirin. From
these, 38 (77.5%) patients were men and 11
(22.5 %) patients were women. The patients
were aged between 26 and 63 years old. While
34 patients (69%) responded to the therapy, 15
patients (31%) did not. The study subjects had
no underlying diseases.

Isolation of PBMCs of blood

Ten milliliters blood was collected from each
patient in EDTA tube. The blood samples were
transported to the laboratory and PBMCs were
isolated using Ficoll as described previously
(1). Briefly, samples were diluted with an
equal volume of normal saline. The same
volumes of diluted blood and Ficoll were then
added to a 15 ml Falcon tube. Samples were
centrifuged for 30 minutes at 650g at room
temperature, and then the plasma supernatant
was discarded. The lymphocyte layer (milky
color layer) was removed and immersed in 10
ml cold 1X PBS solution containing 1% fetal
bovine serum (FBS) and 0.2 mM EDTA.
Samples were centrifuged at 450g for 10 min
at 4°C. The supernatant was discarded and the
PBMSc were washed once in washing solution.
The PBMCs were then resuspended into 1 ml
of 1X PBS and were divided into 200
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Table 1. The sequence of specific primers and internal control.

Primers used in the first

round of PCR External Reverse

External Forward

Product length

Primers used in the second

round of PCR Internal Reverse

Internal Forward

Product length

Sequence of GAPDH primers

Reverse

Forward

Product length

(730)5'-AAG CCG CAC GTA AGG GTA TCG-3'(710)

(324)5-TCT CGT AGA CCG TGC ACC ATG
AGC3'(347)

386bp

(643)5'-CGG GGA GAC AGG AGC CA-3'(627)

(423)5-GGT CAG ATC GTT GGT GGA GTT TAC-
3'(446)

204bp

5-CCTGCTTCACCACCTTCTTGAT-3

5-ACCTGACCTGCCGTCTAGAAA-3

63bp

microliter aliquots and stored at -70°C for later
use (18, 21, 22).

Specific Primer design

RT-nested-PCR method was used to identify
HCV RNA in PBMCs. Primers were designed
for the Core HCV according to the HCV
sequences obtained from the NCBI and those
identified in Iran, using Oligo7, Mega4, NCBI
Blast and Oligo analyzer 3.1 softwares
(23).The designed primers were synthesized by
AnaSpec (Table 1).

Internal control primer

The successful DNA extraction was verified by
amplifying GAPDH (Glyceraldehyde 3-
phosphate dehydrogenase) gene (Table 1).
RNA extraction

RNA was extracted from PBMCs using the
High Pure RNA Isolation Kit (Roche)
according to the manufacture’s protocol.
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cDNA synthesis

The RT-PCR reaction was carried out in a total
volume of 20 pl, containing 10 pl of the
extracted RNA, 2 pl of specific primers, 4pl
M-MuLV (5X) buffer, 2ul dNTP, 1ul RNase
inhibitor and 1pl M-MuLV 200 U/uL. The
mixture of RNA (10 pl) and primers (2 pl)
were first incubated for 5 minutes at 70°C in a
Thermal Cycler before preparing the reactions.
The RT-PCR program included the following
cycles: 5 min at 70°C, 10 min at 37°C, 60 min
at 42°C and 10 min at 70°C. Negative control
included RNA genome extracted from PBMCs
of healthy donors. The synthesized cDNA was
used as template for PCR amplification.

First and second rounds of PCR and
sensitivity of nested-PCR

PCR reactions were carried out in a total
volume of 25 pl, containing 2.5 ul of 10X
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reaction buffer, 0.8ul of 10 mM dNTP mix,
0.8ul of each 10 uM reverse and forward
primers (Table 1), 3 ul cDNA, 0.5ulTag DNA
polymerase, 0.7 ul of 50 mM MgCL, and
water to the volume. Amplification was
performed as follows: initial denaturation for
2.5 min at 95°C, followed by 95°C for 25, 58°C
for 20, 35 cycles of 72°C for 50 seconds, and a
final extension of 7 minutes at 72°C. After the
first round of PCR, optimization was done on
the second round of PCR. Optimization was
performed on temperature, magnesium ion,
primer, template, buffer and enzyme. After
optimization, the sensitivity of the nested-PCR
results was analyzed.

Detection of plus HCV genome

RNA genome was fist extracted from the
PBMCs of responders- and non-responders
HCH patients, and the presence of the
extracted RNA was verified using GAPDH
PCR. cDNA was then produced using reverse
primers (Table 1) which are specific for the
plus strand HCV genome. The cDNA product
was utilized as template in the first and second
rounds of PCR reactions. Positive and negative
controls (d-H20) were included in the
experiment.

Detection of minus HCV genome

The presence of the minus HCV strand RNA
was investigated in patients who were positive
for plus HCV RNA genome. cDNA was
constructed using forward primers (table 1)
which are specific for the minus strand RNA
genome. The generated cDNA was then used
as template for the first and second rounds of
PCR reactions (specific primers were used in
each round). d-H20 and positive sample were
included in the experiment as negative and
positive controls, respectively.

Results

The sensitivity of the nested PCR

Once the second round of PCR was optimized,
the sensitivity of the nested PCR was
determined using different dilutions of 50
International Unit in each milliliter ( 1U/ml),
100 1U/ml, 200 1U/ml, 5001U/ml and 1000 1U
/ml of a serum with known viral load . The
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Fig. 1. Bands of GAPDH primers on
genome extracted from PBMCs of patients.
1- Positive control  2-8 Patient samples

100 bp Ladder

200 bp

100 by

Fig. 2. Identification of positive strand
HCV RNA in patients sample.

1- Negative control  2-positive control 3-8
Patient samples

sensitivity was estimated to be 110 1U/ml using
SPSS Probit Regression Analysis
Confirmation of the viral RNA genome in
PBMCs from patients by GAPDH primers
To confirm genome extracting from PBMCs
internal controls were used (figure 1).

The detection of the plus and minus strands
HCV RNA in the PBMCs of HCH patients
The plus strand RNA genome was identified in
47% of patients who responded to the therapy
as opposed to 73.3% in non-responder patients
(Figure 2). Similarly, the minus strand RNA
genome was identified in higher proportion of
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100 bp Ladder

Fig. 3. Detection of negative strand HCV RNA in extracted genome
1- Negativecontrol 2-positive control 3-8 Patient samples

100% -
0% -
80% - 73.3%
70% -
60% -
50% -
40% -
30% -
20% -
10% -

0%

47%

37.5%

HCV-RNA positive
strand

HCV-RNA negati\j HCV-RNA positive

Non-responder(NR)

HCV-RNA negative
strand

strand

End of treatment(ETR)

Fig. 4. The comparison of the plus and minus strands of HCV genome in responder and non-

responder patients.

non-responders  (54.5%)  compared to
responders (37.5%) (pv: 0.002) (Figure 3).
Comparison of percent the positive and
negative strand RNA viruses in both groups
of responders and non-responders

With comparison of existence of plus and
minus HCV genome in PBMCs between
responder and nonresponder groups, it was
found that there is 37/5 % minus strand and
47% plus strand in responder against 73/3%
positive strand and 54/5 % minus strand in
nonresponder (figure 4). The difference
between the two groups is significant of plus
strand (PV= 0.000) and miusstrand (PV=
0.002).
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Discussion

The expression of eukaryotic proteins using
Although HCV s essentially a hepatotrophic
virus, recent studies have shown that HCVcan
actively infect and replicate in PBMCs (17,
21). For example, some HCV proteins such as
core, NS3 and NS5 have been shown in
PBMCs (33, 34). The presence of HCV RNA
in extrahepatic tissues may have important
implications for virus transmission, treatment
and also progression to cirrhosis. High
expression of the HCV core protein in PBMCs,
for instance, has been associated with
advanced chronic type of HCV infection (35).
In addition, the presence of HCV RNA in
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PBMCs has been related to virus concentration
in serum, which may facilitate virus
transmission. Infected PBMCs may also act as
HCV reservoirs (2). This is supported by the
evidences which have shown the presence of
the minus strand of HCV genome in PBMCs
(25). The minus strand of HCV RNA is an
intermediate form in viral replication and is not
found in the serum, and as such it can be
considered as a suitable indicator of virus
replication. These findings therefore suggest
that the infected PBMCs are likely to shed
HCV particles leading to recurrence of liver
infection upon discontinuation of therapy (17).
The plus strand HCV RNA has been frequently
isolated from PBMCs of patients with either
active or chronic HCV infections. In contrast,
the minus strand HCV RNA is more frequently
observed in chronically infected patients as
opposed to acute infections. In a previous
study, the minus strand HCV RNA was
detected in approximately 40% of patients with
HCV (26).

It has been shown that patients with acute
HCV but not chronic infections are more
responsive to interferon treatment. The
presence of the minus strand HCV RNA in
PBMCs indicates active viral replication and
may act as a barrier to treatment with
interferon (26, 27). Although several studies
have demonstrated the presence of both the
plus and the minus strands of HCV RNA in
PBMCs of HCH patients (33, 38-42), some
studies argue against the infection of PBMCs
by HCV (28, 32).

The results of this study confirm and support
the idea that PBMCs can act as an extrahepatic
reservoir for HCV. Furthermore, the absence
of HCV genome in serum in ETR stage may
not necessarily indicate the absence of virus in
blood stream. Our results also suggest that
HCV infection of PBMCs may influence the
treatment outcome.

Acknowledgment

This work is a part of MSc project which was
financially supported by Tarbiat Modares
University and infectious & tropical diseases
research center, Hormozgan University of

Alborzi A et al

medical sciences, Bandar Abbas. The samples
were obtained from DDRC, Tehran University.

References

1. Schmidt WN, Wu P, Brashear D, Klinzman D,
Phillips MJ, LaBrecque DR, et al. Effect of
interferon therapy on hepatitis C virus RNA in
whole blood, plasma, and peripheral blood
mononuclear cells. Hepatology.1998;28(4):1110-6.
2. Meier V, Mihm S, Braun Wietzke P,
Ramadori G. HCV-RNA positivity in peripheral
blood mononuclear cells of patients with chronic
HCV infection: does it really mean viral
replication? World J Gastroenterol. 2001;7(2):228-
34.

3. M Idrees, Riazuddin S. A study of best
positive predictors for sustained virologic response
to interferon alpha plus ribavirin therapy in naive
chronic hepatitis C patients. BMC Gastroenterol.
2009;9:5.

4. Barienschlager R, Lohmann V. Replication of
hepatitis C virus. Journal of General Virology.
2000;81:1631-48.

5. Polyak SJ, McArdle S, Liu SL, Sullivan DG,
Chung M, Hofgartner WT, et al. Evolution of
hepatitis C virus quasispecies in hypervariable
region 1 and the putative interferon sensitivity-
determining region during interferon therapy and
natural infection. J Virol.1998;72(5):4288-96.

6. Choo QL, Kuo G, Weiner AJ, Overby LR,
Bradley DW, Houghton M. Isolation of a cDNA
clone derived from a blood-borne non-A, non-B
viral hepatitis genome. Science. [Research Support,
Non-U.S. Gov't]. 1989;244(4902):359-62.

7. Grakoui A, Wychowski C, Lin C, Feinstone
SM, Rice CM. Expression and identification of
hepatitis C virus polyprotein cleavage products. J
Virol.1993;67(3):1385-95.

8. Drazan KE. Molecular biology of hepatitis C
infection. Liver Transpl. [Retracted Publication
Review]. 2000;6(4):396-406.

9. Gale M, Jr., Kwieciszewski B, Dossett M,
Nakao H, Katze MG. Antiapoptotic and oncogenic
potentials of hepatitis C virus are linked to
interferon resistance by viral repression of the PKR
protein kinase. J Virol.1999;73(8):6506-16.

10. Tomimatsu M, Ishiguro N, Taniai M, Okuda
H, Saito A, Obata H, et al. Hepatitis C virus
antibody in patients with primary liver cancer
(hepatocellular carcinoma, cholangiocarcinoma,
and combined hepatocellular-cholangiocarcinoma)
in Japan. Cancer. 1993;72(3):683-8.

Iranian Journal of Virology, Volume 6, Number 2, 2012 23


http://dx.doi.org/10.21859/isv.6.2.18
https://journal.isv.org.ir/article-1-92-en.html

[ Downloaded from journal.isv.org.ir on 2026-05-18 ]

[ DOI: 10.21859/isv.6.2.18 ]

Comparison of HCV Plus-and Minus-Strand RNA in PBMCs ...

11. Tremolada F, Casarin C, Alberti A, Drago C,
Tagger A, Ribero ML, et al. Long-term follow-up
of non-A, non-B (type C) post-transfusion hepatitis.
J Hepatol. [Research Support, Non-U.S. Gov1].
1992;16(3):273-81.

12. Idrees M, Riazuddin S. A study of best
positive predictors for sustained virologic response
to interferon alpha plus ribavirin therapy in naive
chronic hepatitis C patients. BMC
gastroenterology. 2009;9:5.

13. van der Poel CL, Cuypers HT, Reesink HW.
Hepatitis C virus six years on. Lancet. [Review].
1994;344(8935):1475-9.

14. Takyar ST, Li D, Wang Y, Trowbridge R,
Gowans EJ. Specific detection of minus-strand
hepatitis C virus RNA Dby reverse-transcription
polymerase chain reaction on PolyA(+)-purified
RNA. Hepatology. 2000;32(2):382-7.

15. Lerat H, Berby F, Trabaud MA, Vidalin O,
Major M, Trepo C, et al. Specific detection of
hepatitis C virus minus strand RNA in
hematopoietic cells. J Clin Invest.1996;97(3):845-
51.

16. Flynn JK, Dore GJ, Hellard M, Yeung B,
Rawlinson WD, White PA, et al. Early IL-10
predominant responses are associated with
progression to chronic hepatitis C virus infection in
injecting drug users. J Viral Hepat. 2011;18(8):549-
61.

17. Cavalheiro Nde P, Filgueiras TC, Melo CE,
Morimitsu SR, de Araujo ES, Tengan FM, et al.
Detection of HCV by PCR in serum and PBMC of
patients with hepatitis C after treatment. Braz J
Infect Dis. 2007;11(5):471-4.

18. Bernardin F, Tobler L, Walsh I, Williams JD,
Busch M, Delwart E. Clearance of hepatitis C virus
RNA from the peripheral blood mononuclear cells
of blood donors who spontaneously or
therapeutically control their plasma viremia.
Hepatology. 2008;47(5):1446-52.

19. Landau DA, Saadoun D, Halfon P, Martinot-
Peignoux M, Marcellin P, Fois E, et al. Relapse of
hepatitis C virus-associated mixed
cryoglobulinemia vasculitis in patients with
sustained viral response.  Arthritis  Rheum.
2008;58(2):604-11.

20. Zehender G, Meroni L, De Maddalena C,
Varchetta S, Monti G, Galli M. Detection of
hepatitis C virus RNA in CD19 peripheral blood
mononuclear cells of chronically infected patients.
J Infect Dis.1997;176(5):1209-14.

21. Januszkiewicz-Lewandowska D, Wysocki J,
Pernak M, Nowicka K, Zawada M, Rembowska J,
et al. Presence of hepatitis C virus (HCV)-RNA in
peripheral blood mononuclear cells in HCV serum

24 Iranian Journal of Virology, Volume 6, Number 2, 2012

negative patients during interferon and ribavirin
therapy. Jpn J Infect Dis. 2007;60(1):29-32.

22. Asahina Y, Izumi N, Uchihara M, Noguchi O,
Tsuchiya K, Hamano K, et al. A potent antiviral
effect on hepatitis C viral dynamics in serum and
peripheral blood mononuclear cells during
combination therapy with high-dose daily
interferon alfa plus ribavirin and intravenous twice-
daily treatment with interferon beta. Hepatology.
2001;34(2):377-84.

23. nasab SDm, sabahi F, mohebbi SR. complete
genome analysis of HCV 1a isolates from iranian
patients referring to taleghani hospitalin tehran:
tarbiat modares university; 2012.

24. Beld M, Penning M, van Putten M, van den
Hoek A, Damen M, Klein MR, et al. Low levels of
hepatitis C virus RNA in serum, plasma, and
peripheral blood mononuclear cells of injecting
drug users during long antibody-undetectable
periods before seroconversion. Blood.
1999;94(4):1183-91.

25. Willems M, Peerlinck K, Moshage H, Deleu I,
Van den Eynde C, Vermylen J, et al. Hepatitis C
virus-RNAs in plasma and in peripheral blood
mononuclear cells of hemophiliacs with chronic
hepatitis C: evidence for viral replication in
peripheral blood mononuclear cells. J Med Virol.
1994;42(3):272-8.

26. Chang T, Yong K, Yang Y, Lei H, LWu H.
Hepatitis C virus RNA in PBMC: comparing acute
and chronic hepatitis C virus infection. Hepatology.
1996;23:977-81.

27. Omata M, Yokosuka O, Takano S, Kato N,
Hosoda K, Imazeki F, et al. Resolution of acute
hepatitis C after therapy with natural beta
interferon. Lancet. 1991;338:914-5.

28. Mihm S, Hartmann H, Ramadori G. A
reevaluation of the association of hepatitis C virus
replicative intermediates with peripheral blood
cells including granulocytes by a tagged reverse
transcriptase/polymerase chain reaction technique.
J Hepatol. 1996;24:491-7.

29. Lerat H, Berby F, Trabaud MA, Vidalin O,
Major M, Trepo C, et al. Specific detection of
hepatitis C virus minus strand RNA in
hematopoietic cells. J Clin Invest. 1996;97(3):845-
51.

30. Wang J, Sheu J, Lin J, Wang T, Chen D.
Detection of replication formofHCVRNA in
peripheral bloodmononuclear cells. J Infect Dis.
1992;166:1167-9.

31. Taliani G, Badolato M, Lecce R, Poliandri G,
Bozza A, Duca F, et al. HCV RNA in PBMC:
relation with response to IFN treatment. JMed
Virol. 1995;47:16-22.


http://dx.doi.org/10.21859/isv.6.2.18
https://journal.isv.org.ir/article-1-92-en.html

[ Downloaded from journal.isv.org.ir on 2026-05-18 ]

[ DOI: 10.21859/isv.6.2.18 ]

32. Zignego A, Carli M, Monti M, Careccia G,
Villa G, Giannini C, et al. HCV infection of
mononuclear cells from peripheral blood and liver
infiltrates in chronically infected patients. J Med
Virol. 1995; 47:58-64.

33. Gong G, Lai L, Jiang Y, He Y, Su X. HCV
replication in PBMC and its influence on interferon
therapy. World J Gastroenterol. 2003;9(2):291-4.
34. Sansonno D, Lacobelli A, Cornacchiulo V,
lodice G, Dammacco F. Detection of HCV proteins
by immunofluorescence and HCVRNA genomic
sequences by non-isotopic in situ hybridization in
bone marrow cells and PBMC of chronicallyHCV
infected  patients.  Clin  Exp  Immunol.
1996;103:414-21.

35. Chen L, Chen P, Fan G, Li L, Liu C.
Localization of hepatitis C virus core protein in the
nucleus of PBMCs of hepatitis C patients.
Zhonghua Shiyan He Linchuangbin Duxue Zazhi.
2002;16:37-9.

36. Qian C, Camps J, Maluenda M, Civeira M,
Prieto J. Replication of hepatitis C virus in
peripheral blood mononuclear cells. Effect of
alpha-interferon therapy. J Hepatol.
1992;16(3):380-3.

37. Amini S, Mostafavi E, Vahabpour R,
Bahramali G, Aghasadeghi M, Arashkia A.
Presence of plus-strand HCV RNA in serum and
PBMCs as an indicator for relapse and resistance to

Alborzi A et al

IFN therapy in patients infected by HCV. Future
Virology. 2012;7(3):323-30.

38. Cavalheiro Nde P, Filgueiras TC, Melo CE,
Morimitsu SR, de Araujo ES, Tengan FM, et al.
Detection of HCV by PCR in serum and PBMC of
patients with hepatitis C after treatment. Braz J
Infect Dis. 2007;11(5):471-4.

39. Qian C, Camps J, Maluenda M, Civeira M,
Prieto J. Replication of hepatitis C virus in
peripheral blood mononuclear cells. Effect of
alpha-interferon therapy. J Hepatol.
1992;16(3):380-3.

40. Zayed RA, Rushdy E, Saleh DA. Detection of
HCV RNA in the peripheral blood mononuclear
cells of serum HCV RNA-negative Egyptian
patients under interferon treatment. Am J Med Sci.
2010;340(6):435-8.

41. Xu D-Z, Xie Y, Li Z-Q. Clearance of HCV
RNA in peripheral blood mononuclear cell as a
predictor of response to antiviral therapy in patients
with chronic hepatitis C. Hepatobiliary Pancreat
Dis Int. 2005;4:550-3.

42. Majda-Stanislawska E, Bednarek M, Jozwiak
B. Effect of interferon alfa and ribavirin treatment
on hepatitis C virus RNA in serum and peripheral
blood mononuclear cells in children with chronic
hepatitis C.  Acta  Gastroenterol  Belg.
2006;69(2):187-90.

Iranian Journal of Virology, Volume 6, Number 2, 2012 25


http://dx.doi.org/10.21859/isv.6.2.18
https://journal.isv.org.ir/article-1-92-en.html
http://www.tcpdf.org

